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SEQUENCE LISTING 
PATENT APPLICATION: US/09/803,670 



DATE: 03/27/2001 
TIME: 09:30:18 . 



Input Set : 
Output Set: 



A:\Seqlist.txt 
N:\CRF3\032720bl\I803670.raw 



4 <110> APPLICANT': SHAO, Wei et al . . 
'6 <120> TITLE OF INVENTION:. ISOLATED flUMAN ^TRANSPORTER PROTEINS, 

7 NUCLEIC ACID' MOLECULES ENCODING HUMAN TRANSPORTER PROTEINS, 

8 ^ AND USES THEREOF ' ' . 

10 <130> FILE REFERENCE: CL00524 ■ , ^ 

-C-->-12-<140>^CURRENT^APPLICATION-NUMBER!— US/09/803,670 V , 

C--> 12 <141> CURRENT PILING DATE: 2001-03-12 , ^ 
12 <160> NUMBER OF SEQ ID NOS : 4 " - . 

14 <17 0> SOFTWARE: FastSEQ for Windows Version 4.0 . . - , 

16 <210>, SEQ ID NO: 1 ' ' . 

17 <211> LENGTH:" 3435 . \ / 

18 <212>.TYPE: DNA " , 

19 <2i3> ORGANISM: Human ; ^ 

21 <460> SEQUENCE: 1 * ' ' • 

22 tcgcggg'agc cagagggccc tgcggtcctc ggtggtcttg ccagcccctc. ctcatcccag 60 

23 ggccctccgc gcctgtgagg actccctcag gtcggccacg ggacctgacg caacaggatg 120 

24 gacgagtccc ctgagcctct gcagcagggc agagggccgg tgccggtccg acggcagcgc. ,180 

25 ccagcacccc ggg'gtctgcg tgagatgctg . aaggccaggc tgtggtgcag ctgetcgtgc 240 

26 agtgtgctgt gcgtccgggc gctggtgcag gacctgctcc ccgccacgcg ctggctgcgt 300 

27 cagtaccgcc cgcgggagta cctggcaggc' gacgtcatgt ctgggctggt catcggcatc 360 

28 atcctggtgc cgcaggccat cgcctactca ttgctggccg ggctgcagcc . catctacagc 420 
. 29 ctctatacgt ccttcttcgc. caacctcatc ta'cttcctca tgggcacctc acggcatgtc 480 

30 tccgt'gggca tcttcagcct gctttgcctc atggtggggc aggtggtgga ccgggagctc 540 
31. cagctggccg gctttgaccc ctcccaggac ggcctgcagc ccggagccaa cagcagcacc 600 

32 ctcaacggct cggctgccat gctggactgc gggcgtgact gctacgccat ccgtgtcgcc 660 

33 accgccctca cgctgatgac cgggctttac caggtcctca tgggcgtcct ccggctgggc 720 
34. ttcgtgtccg cctacctctc acagccactg ctcgatggct ttgccatggg ggcctccgtg 780 . 

. 35 accatcctga cctcgcagct caaacacctg ctgggcgtgc ggatcccgcg gcaccagggg 840 

36 cccggcatgg tggtcctcac atggctgagc ctgctgcgcg'' gcgccgggca ggecaacgtg 900,' 

37 tgcgacgtgg tcaccagcac ggtgtgcctg gcggtgctgc tagccgcgaa . ggagctctca 960 

38 gaccgctacc gacaccgcct. gagggtgccg ctgcccacgg agctgctggt catcgtggtg 1020 

39 gc'cacactcg tgtcgcactt cgggcagctc cacaagcgct ttggctcgag cgtggctggc 1080 

40 gacatcccca cgggtttcat gccccctcag gtcccagagc ccaggctgat gcagcgtgtg 1140 

41 ;gctttggatg ccgtggccct ggccctcgtg gctgccgcct tctccatetc gctggcggag 1200 

42 atgttcgccc gcagtcacgg ctactctgtg cgtgccaacc aggagctgct ggctgtgggc 1260 

43 tgctgcaacg tgctacccgc cttcctccac tgcttcgcca ccagcgccgc cctggccaag 1320 

44 agcctggtga agacagccac. tggetgccgg acacagctgt . ccagcgtggt cagcgccaec 1380 

45 gtggtgctgc tggtgctgct ggcgctggca ccgctgttcc acgacctaca gcgaagcgtg 1440 
^,46 ctggcctgcg tcatcgtggt cagcctgcgg ggggccctgc gcaaggtgtg ggacctcccg 1500 

4 7 cggctgtggc ggatgagccc ggctgacgcg ctggtctggg caggcaccgc ggccacctgt 1560 
48 atgctggtca gcacagaggc cgggctgctg gctggcgtca tcctctcgct gctcagcctg 1620 
49- gccggccgca cccaacgccc acgcaccgcc ctgctggccc gcatcgggga cacggccttc 1680 

50 tacgaggatg ccacagagtt cgagggcctc gtccctgagc ccggcgtgcg ggtgttccgc 1740 

51 tttggggggc cgctgtacta tgccaacaag gacttcttcc tgcagtcact ctaGagcctc 1800 - 

52 acggggctgg acgcagggtg catggctgcc aggaggaagg aggggggctc agagacgggg 1860 ' 

53 gtcggtgagg gaggccctgc . ceagggcgag gacctgggcc cggttagc'ac cagggctgcg.1920 
.54 ctggtgcccg cagcggccgg cttccacaca gtggtcatcg actgcgcccc gctgctgttc 1980 



. ^3 



OIPE 
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55 ctagacgcag ccggtgtgag cacgctgcag gacctgcgcc gagactacgg ggccctgggc 2040 

56 atcagcctgc tgctagcctg ctgcagcccg cctgtgagag acattctgag cagaggaggc 2100 

57 ttcctcgggg agggccccgg ggacacggct gaggaggagc agctgttcct cagtgtgcac 2160 

58 gatgccgtgc agacagcacg agcccgccac agggagctgg aggccaccga tgtccatctg 2220 

59 tagcagggcc aggcctgccc agcagcctct gctccctcct ggggacccac" agcagacgtc 2280 

60 tgcaagccac tgctgagacc cttcccaggg aggagccacc caagagctgc actcttgtgc 2340 

61 cacagctgcc ctggggaaac cggggaaccc caactgggaa aggaggccct ctgatcacac 2400 

62 gcaggaccca aacactcaga aatcaagaac ctctgcctcc gagacaggct ggcccacagt 2460 

63 gctggctggg ccccaatgca ccgtccctca gctcagaagg gatgggcctg acctgacgct 2520 

64 cagggttgac atcttatttg aacaagggtc ccccgccatc atgcagcctc caaggtgcca 2580 

65 agaggactcc ctatgcccag gcctgcccgg tgcccaccct gctggtagga gccagcggct 2640 
— 66 Gtggccaagtr-gcacgagggt— ctctgtgttt-ccagaaggcc-ccacacaccc-aagtgcccct^2700- 

67 cacacctcgt gcctccccct cacagggtgg ccacctgcac cagcgtcagg gcccagggtg 2760 

68 ctgtgaccga tgagacctca gctcagccct caggtgcagt ggccctaccc agcctggcca 2820 

69 gcagacacac acagggatgc tcacgggtgc accaggagcc aggtgcggcg cagccaaccc 2880 

70 tgagcctgca gggagacctg caggaagccc accgtgcccc atgcaggggc tccctccagc 2940 

71 acacagccct caccccagca cagccagcaa ggacacgctc tccccaacag ggtgcttcgg 3000 

72 cgggaggtgg gggaacaagg ,ggtcttccga gcagccccca gccctcccct cccatctgtg , 3060 

73 cctctgtaag^' gggctctggg acgcccagac cctgcccgcc . gcccacctgg tggtgacaag 3120 

74 ctccagcagc cagtgggtcc ggacctgctt gatgccgcgg tgagggacgg,cgcccacata 3180 

75 ggcgaggttg agctgctggt cccagctgag gacgtactgg tcagcctggc tgtgtggcag 3240 

76 cggggggctg gggacaacaa aggggcggct cagtcccgag cctcagcatg gctggcagcg 3300 

77 cggctgacac acacgttcaa gcccaggact gcccgggcgc aggatccagg cgctgcccgt 3360 

78 gcgttcagtg actaataaaa tgacccttag ggccaggaaa aaaaaaaaaa aaaaaaaaaa 3420 

79 aaaaaaaaaa aaaaa 3435 

81 <210> SEQ ID NO: 2 

82 <211> LENGTH: 701* ' 

83 <212> TYPE: PRT 

84 <213> ORGANISM: • Human 

86 <400> SEQUENCE: 2 

87 Met Asp Glu Ser Pro Glu Pro Leu Gin Gin Gly Arg Gly Pro Val Pro 

88 1 5 10 15 

89 Val Arg Arg Gin Arg Pro Ala Pro Arg Gly Leu Arg Glu Met Leu Lys 

90 -20 .25 • 30 

91 Ala Arg Leu Trp Cys Ser Cys Ser Cys Ser val Leu.Cys Val Arg Ala 
'92 35 ' 40 45 

93 Leu Val Gin Asp Leu Leu Pro Ala Thr Arg Trp Leu Arg Gin Tyr Arg 

94 50 55 ■ 60 

95 Pro Arg Glu Tyr Leu Ala Gly Asp Val Met Ser Gly Leu val lie- Gly 

96 65 70 , 75 80 • - 

97 lie lie Leu Val Pro Gin Ala lie Ala Tyr Ser Leu Leu Ala Gly Leu 

98 85 90 95 

99 Gin Pro lie Tyr Ser Leu Tyr Thr Ser Phe Phe Ala Asn Leu lie Tyr 

100 100 ^ 105 110 

101 Phe Leu Met Gly Thr Ser Arg His Val Ser val Gly He Phe Ser Leu 

102 115 ^120 125 

103 Leu Cys Leu Met Val Gly Gin Val Val Asp Arg Glu Leu Gin Leu Ala 

104 130 135 140 

105 Gly Phe Asp Pro Ser Gin Asp Gly Leu Gin Pro Gly Ala Asn Ser Ser 
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106 


145 










150 










155 










160 


' 107 


Thr 


Leii 


Asn 


Gly 


Ser 


Ala- 


Ala 


Met 


Leu 


Asp', Cys 


Gly 


Arg 


Asp 


Cys 


Tyr 


108 










165 










170 










175, 




109 


Ala 


lie 


Arg 


Val 


Ala 


Thr 


Ala 


Leu 


Thr 


Leu 


Met 


Thr 


Gly 


Leu 


Tyr 


Gin 


110 








180 










185 










190 






111 


Val 


Leu 


Met 


Gly 


Val 


Leu 


Arg 


Leu 


Gly 


Phe 


Val 


Ser 


Ala 


Tyr 


. Leu 


Ser 


112 






195 










200 










205 








113 


Gin 


Pro 


Leu 


Leu 


Asp Gly 


Phe 


Ala 


Met 


Gly 


Ala 


Ser 


val 


Thr 


He 


Leu 


114 




210 










215 










220 










115 


Thr 


Ser 


Gin 


Leu 


Lys 


His 


Leu 


Leu 


Gly 


val 


Arg 


He 


Pro 


Arg 


His 


Gin 


116 


225 










230 










■ 235 










240 


-11-7- 


-Gly 


''Pro^Gly 


^Mer 


-var 


Val- 


^Leu^Thr'^Trp' 


^Leu" 


"Ser- 


^Leu' 


"Leu" 


-Arg- 


-Gly- 


ATa 


118 










245 










250 










255 




119 


Gly Gin 


Ala 


Asn 


Val 


Cys 


Asp 


val 


val 


Thr 


Ser 


Thr 


Vai 


Cys 


Leu 


Ala 


120 








260 










265 










270 






121 


, Val 


Leu 


Leu 


Ala 


Ala 


Lys 


Glu 


Leu 


Ser 


Asp 


Arg 


Tyr 


Arg 


His 


Arg 


Leu 


122 






275 










280 










285 








123 


Arg 


Val 


Pro 


Leu 


Pro 


Thr Glu 


Leu 


Leu 


Val 


He 


Val 


Val 


Ala 


Thr 


Leu 


124 




29 0 










295 










300 










125 


Val 


Ser. 


His 


Phe 


Gly 


Gin 


Leu 


His 


Lys 


Arg 


Phe 


Gly 


Ser 


Ser 


val 


Ala^ 


126 


305 










310 










315 










320 


127 


Gly 


Asp 


He 


Pro 


Thr 


Gly 


Phe 


Met 


Pro 


Pro 


Gin 


Val 


Pro 


Glu 


Pro 


Arg 


128 










'325 










330 










335 




129 


Leu 


Met 


Gin 


Arg 


Val 


Ala 


Leu 


Asp 


Ala 


val 


Ala 


Leu 


Ala 


Leu 


val 


Ala 


130 








340 










345 










350 






131 


Ala 


Ala 


Phe 


Ser 


He 


Ser 


Leu 


Ala 


Glu 


Met 


Phe 


Ala Arg 


Ser 


His 


Gly 


132 






355 










'360 










365 








. 133 


Tyr 


Ser' 


Val 


Arg 


Ala 


Asn 


Gin 


Glu 


Leu 


Leu 


Ala 


val 


'Gly 


Cys 


Cys 


Asn 


134. 




370 










375 










380 










135 


val 


Leu 


Pro 


Ala 


Phe 


Leu 


His 


Cys 


Phe 


Ala 


Thr 


Ser 


Ala 


Ala 


Leu 


Ala 


136 


385 










390 










395 










400 


137 


Lys 


Ser 


Leu 


Val 


Lys 


Thr 


Ala 


Thr 


Gly 


Cys 


Arg 


Thr 


Gin 


Leu 


Ser 


Ser 


138 










405 










410 










415 




139 


Val 


Val 


Ser 


Ala 


Thr 


Val 


Val 


Leu 


Leu . 


val 


Leu 


Leu 


Ala 


Leu 


Ala 


Pro ■ 


140 








420 










425 










430 






141 


Leu 


Phe 


His 


Asp 


Leu 


Gin 


Arg 


Ser 


Val 


Leu 


Ala 


Cys 


Val 


He 


Val 


Val 


i42 






4 35 










440 










445 








143 


Ser 


Leu 


Arg Gly Ala 


Leu 


Arg 


Lys 


val 


Trp 


Asp, 


Leu 


Pro 


Arg Leu 


Trp 


144 




450 










455 










460 










145 


Arg 


Met 


Ser 


Pro 


Ala 


Asp 


Ala 


Leu 


Val' 


Trp ' 


Ala 


Gly 


Thr 


Ala 


Ala' 


Thr 


14 6 


465 










470 










475 










480 


147 


Cys 


Met 


Leu 


Val 


Ser 


Thr 


Glu 


Ala 


Gly 


Leu 


Leu 


Ala 


Gly 


Val 


He 


Leu 


148 










485 










.490 










495 




14 9 


Ser 


Leu 


Leu 


Ser 


Leu 


Ala Gly 


Arg 


Thr 


Gin 


Arg 


Pro 


Arg 


Thr 


Ala 


Leu 


150 








500 










505 . 










510 






151 


Leu 


Ala 


Arg 


He 


Gly 


Asp 


Thr 


Ala 


Phe 


Tyr 


Glu 


Asp 


Ala 


Thr 


Glu 


Phe 


152 






515 










520 










525 








153 


Glu 


Gly 


Leu 


Val 


Pro 


Glu' 


Pro 


Gly 


Val 


Arg 


Val 


Phe 


Arg 


Phe 


Gly 


Gly 


154 




530 










535 










540 
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155 


Pro Leu 


Tyr 


Tyr Ala 


Asn 


Lys 


Asp 


Phe 


Phe 


Leu 


Gin 


Ser 


Leu 


Tyr 


Ser 


156 


545 






550 










555 










560 


157 


Leu Thr 


Gly 


Leii Asp 


Ala 


Gly 


Cys 


Met 


Ala 


Ala 


Arg 


Arg 


Lys 


Glu 


Gly 


158 






565 










570 










575 




159 


Gly Ser 


Glu 


Thr Gly Val 


Gly 


Glu 


Gly 


Gly 


Pro 


Ala 


Gin 


Gly 


Glu 


Asp 


160 






580 








585 










590 






161 


Leu Gly 


Pro 


val Ser 


Thr 


Arg 


Ala 


Ala 


Leu 


Val 


Pro 


Ala 


Ala 


Ala 


Gly 


162 




595 








600 










605 








163 


Phe HiS' 


Thr 


Val Val 


He 


Asp 


Cys 


Ala 


Pro 


Leu 


Leu 


Phe 


Leu 


Asp 


Ala ' 


' 164 


610 








615 










620 










165, Ala Gly 


Val 


Ser Thr 


Leu 


Gin 


Asp 


Leu 


Arg 


Arg 


Asp 


Tyr Gly. 


Ala 


Leu 


166 


525 






630- 










"635 










"640 


167 


Gly lie 


Ser 


Leu Leu 


Leii 


Ala 


Cys 


Cys 


Ser 


Pro 


Pro 


Val 


Arg 


Asp 


He 


168 






645 










650 










655 




169 


Leu Ser 


Arg 


Gly Gly 


Phe 


Leu 


Gly 


Glu 


Gly 


Pro 


Gly 


Asp 


Thr 


Ala 


Glu 


170 






660 








665 










670 






171 


Glu Glu 


Gin 


Leu Phe 


Leu 


Ser 


Val 


His 


Asp 


Ala 


Val 


Gin 


Thr< 


Ala 


Arg 


172- 




675 








580. 










685 








173 


Ala Arg' His 


Arg Glu 


Leu 


Glu 


Ala 


Thr 


Asp 


Val 


His 


Leu 









174 690 695 700 

177 <210> SEQ ID NO: 3 ^ ■ 

178 <211> LENGTH: 8868 

179 <212> TYPE: DNA 

180 <213> ORGANISM: Human • * 

182 <220> FEATURE: 

183 <221> NAME/KEY: misc_f eature 

184 <222> LOCATION: (!)...( 8868) - *' 

185 <223> OTHER INFORMATION: n ='A,T,C or G \ • 
187 <400> SEQUENCE: 3 

W--> 188 nnnnnnnnnn nnnnnnnnnn nnnnriTtnnnTi nnnnnnnnnn nnnnnnnnnn nnnnnnnnnn 60 
W--> 189 nnntggtgaa accccgtctc tactaaaaat acaaaaaatt agccgggcgt ggtggcgggt 120 

190 gcctgtagtc ccagctactc gggaggctga ggcaggagaa tcacttgaac ccgggagaca 180 

191 gagcttgcag tgagccgaga tcatgccact gtactccagc ctgggcaaca gagcgaaact 240 

192 ccgtctcaaa aaaaaaaaaa ttagccgggc gcggtggcgg gcgcctgtag toccagctac 300 
193' tcaggaggct gaggcaggag aatggcgtga acccaggagg cagagcttcc agtgagccga 360 

194 gatcacacca ctgcattccg gcctgggtga cagagcaaga ctccgcctca aaaaaaaaaa 420 

195 aagaaaaggt ggggggcgtc tcactatgtt gaccaggctg gtcttgaact gctggcctta 480 

196 agcgatcctc ctgtctaggc ctcccaaagt gttggaatta caggagtgaa ccatcgtgcc 540 

197 tggctaataa ttccttttaa aaagcagctt acccttattt tcacgtgtgg gcctaattta 600 

198 gttcacttaa aaaaatcatt tatcttcacc ccagccctat gaggcaggca ctgccggtcc 660 

199 tggtctgtgg tagaggggag ggcagaggag ccgtgagggt gaccaggcgc tgtgggtcgg 720 

200 tgctgggtcc agtcagacca ' ggactcctgg ccagtcacgg caccttgacc ccggcagtcc 780 

201 tcgccctggg cggtgagcac cacacacagg gcttacgcga. gcacacacgc atatgcacgc 840 

202 accggcagcc ttgggctgag ccggctgtca gcctctgccc tgctccagct tggaccaggc 900 

203 tggctccttg caggaccagg agggtgtccg gcgactggac acggagacca agcctccctc 960 

204 agccccgcct gggtttgaag gctgctgcac tcgaccccag accccagagc tgaaggttta 1020 

205 cctgtgctca gcccctgagc ccccgcctcc cgctggtccc taagcccccc cggcagggcc 1080 

206 gcagagccac agctgcagcc. gctcctggga ggctgggagc tcctcagagg cccacacagc 1140 

207 tctaactact acaagcccct gattacagtt caactcccgg atcagccgat caggtaacat 1200 
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208 ggctggagaa acccgtgact cagcaatctg taggtaaata attgaactac agagtccagg 1260 

209 gcacagacca ctgcctgcag gttggcgcca ccacccccac tctccccgct gctcgcggga 1320 

210 gccagagggc cctgcggtcc tcggtggtct tgccagccec t'cgtcatccc agggccctcc 1380 

211 gcgcctgtga ggactccGtc aggtaagaac catcGtgggc ccagatctca gctgcagcag 1440 

212 aggggggcgt gggagccgag gccagaaatg ccctggactc gtggtttctt aggggcaccc 1500 

213 tcaggctcaa ggcaggtggc cctactgtcc ccattccaca cacctggacc ccaggggctt 1560 

214 ggggtgggct tcagggcatc cagggaccca gtgtggtggg gtcttccagg gaaggggaca 1620 

215 caactcttgc aatgttgcct gagggccagg acccccgctc tgtgccccag gggtgctgtg 1680 

216 cccagcctgc atgtgtcaac ctaccaggct gggctcactg ccccaacaca cccgccagga 1740 

217 gactggagct cgcacaccct gggccagcgt gcaaacagca ggctcagccc aggctccagg 1800 

218 gtgtcctggg cacctggtgt cctgggagca aagtctttgc ctaacgtcgc tgagaagaat 1860 
~2T9^tttaaagtg aaagtacattf^ pfg rc Tg"ca"a a"c a gg a"c agT^a cc c gag gcc^ t ca c g t g g g a"^19 2 0 

220 ccagtcaggc ctctaagcac cgcctcccta acgccacggt gttttccgag . atcaagggaa 1980 

2 21 aggtcaggtg cccttccggc tctgccggcc cagggtgact gtgtgcagcg ggctgggccc 2040 
222 tctcggtgcf.gcctcgggac agtgtgtcat ggccgttcca cagtgagctg gtgcagcctg 2100 

2'23 ggaaaaaggg cgcctcacgt cccagaactg tctgggcagg ggagacagac gccagtcacc 2160 

224* ctcctcccct Gccagctggc cctgatgggg cccccgtcca ggcatattct cagaattctg 2220 

225 tcccaagtcc aggcggatgg gctaggctag tgtctgagtg ctgctccccc agcagacttg 2280 

226 gggtcccagt acccacaaag^ cttggcaggg acataggagg cctcttcctg agacttccgc 2340 
■ 2 27: cagccccagg acccacaggg caggtgaeag aggggtgggt ggaggtgtct ccaggagagc 2400 

228 aggcgatggt ttggatgggg gagggagggc tctggtgtgg gcatggggtg gacagcagga 2460 

229 ccgtttgcca acctggggag ccagggaggt ggacacggag cagctggact caggcttgcc 2520 
,'230 tgcacctgtg tccagtgact gtgacattct gacggtaggc. acatgtgcgt ggtggcagcG 2580. 

2 31 cagcctgttc ctgccccgtt ggggaggtga gcttcaggag gctacagggt ggttttcagc 2640 

232 -caggaaccgc agagccaata ggccggagct gagcctggac agggtgccgc cacgccgccc 2700 

2,33 ctcagcactg ctggcctcag cacaccccat^ ggcatgggct tggtgtcgta atcccatctc 2760 

234 accccacgat ggattctgga ' tccagcaggg cccagcgtcc atccataceg ggcagggggc 2820 • 

2 35' tggggcccgc gctgccagga gaaggc'ccag caccaatccc cggccctggg tgggcgaggg 2880 

2 36 gtccgcccca aggggcccgt tgctgc'cggg gaccttgtcg tttggccctg gatccggggg 29/40 

2^37 ctcctgtgac catgccctct tctcggccgc aggtcggcca cgggacctga . cgcaacagga. 3000 

238 tggacgagtc -ccctgagcct ctgcagcagg gcagagggcc ggtgccggtc cgacggcagc 3060 

239 gcccagcacc. ccggggtctg cgtgagatgc tgaaggccag gctgtggtgc agctgctcgt 3120 

240 gcagtgtgct gtgcgtccgg gcgctggtgc aggacctgct ccccgccacg cgctggctgc 3180 

241 gtcagtaccg cccgcgggag tacctggcag gcgacgtcat gtctgggctg gtcatcggca 3240 

242 tcatcctggt gccgcaggcc atcgcctact cattgctggc cgggctgcag cccatctaca 33 00 
24 3 gcctctatac gtccttcttc gccaacctca tctacttcct catgggcacc tcacgg'catg 33 60 

244 tctccgtggg catcttcagc ctgctttgcc tcatggtggg gcaggtggtg gaccgggagc 3420 

245 tccagctggc cggctttgac ccctGCcagg- acggcctgca gcccggagcc aacagcagca 3480 

246 ccctcaacgg cteggctgcc atgctggact- gcgggcgtga ctgctacgcc atccgtgtcg 3540 

247 ccaccgccct cacgctgatg ■ accgggcttt accaggtgag gagccctgct tgggcacagg 3600 

248 gaggggcGca gggcaccccc ccttaggttt tggccatcca cgagggcaag gctgggggca 36 60 

249 agcacagggt tggcagagga ggtgctggcc caagacagca aggcttgggc agagctgggg 3720 

250 cgtgccgggg catcccaggg cgaggcaccg acgcggagag gctgtggatg caggagggga 3780; 

251 ggggcacggg gagccagtcc ggtgggccat ggccttggtg gggaccagca ggccaggtgt 3840 

252 ggctgtggct cagtggtgct ggactgaggc catgtggcct cccaggcctt. ctgtcctagg 3900 

253 tggagtgggg gatggcctcc ccacccccga aggtctcctg ■ ccttggcct^ tccaccttgg 3960 

254 cccccgttgg ctccacatct gcatgggggg cagtgggcac catgtgtagg aagcagcagg 4020 

255 aaggggttgc cttctgatac cagaggtctf aattctgaaa taaaacgggc tgctgcacgt 4080 

256 gacaagggtt agacgtgtct atggccagct gtgtgcacgt gtgatgctca cgtggatgtc 4140 
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VERIFICATION SUMMARY DATE: 03/2 7/2001 

PATENT APPLICATION: US/09/803,670 ' TIME: 09:30:19 

input Set : A:\Seqlist.txt 

Output Set: N:\CRF3\03272001\l803670.raw 

L:12 M:270 C: Current Application Number differs. Replaced Current Application No 
L:12 M:271 C: Current Filing Date differs. Replaced Current Filing Date 
L:188 M:341 W: (46) "n" or "Xaa" used, for SEQ ID#:3 
L:189 M:341 W: (46) "n" or "Xaa" used, for SEQ ID#:3 
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